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Taxonomy and biogeography of tardigrades using an
integrated approach: new results on species of the
Macrobiotus hufelandi group
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ABSTRACT: This study considers in a new light a population already studied and
tentatively attributed to Macrobiotus cf. terminalis (Bertolani, Rebecchi, 1993), by joining
molecular approaches to the traditional, but indispensable, light microscopy, and to
scanning electron microscopy. Differences in animal and, above all, egg shell morphology,
and the peculiar cox1 sequence indicate that this population clearly pertains to a new
species, M. vladimiri sp.n., which is here described. The results obtained can be considered
as an example of how a modern taxonomical and biogeographical research can be carried
out on this animal phylum and in general on the animals belonging to the so called
meiofauna, where characters bound to morphology are often very few. This is the first
tardigrade species to be described and barcoded contemporarily.
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ÐÅÇÞÌÅ: Â íàñòîÿùåé ðàáîòå â íîâîì ñâåòå ðàññìàòðèâàåòñÿ óæå èçó÷åííàÿ
ïîïóëÿöèÿ, ïðåäâàðèòåëüíî îòíåñåííàÿ ê Macrobiotus cf. terminalis Áåðòîëàíè è
Ðåáåêêè (Bertolani, Rebecchi, 1993), ñ äîáàâëåíèåì ìîëåêóëÿðíî-áèîëîãè÷åñêîãî
ïîäõîäà ê òðàäèöèîííîé, íî íåîáõîäèìîé ñâåòîâîé ìèêðîñêîïèè è ñêàíèðóþùåé
ýëåêòðîííîé ìèêðîñêîïèè. Ðàçëè÷èÿ â ìîðôîëîãèè æèâîòíûõ è, êðîìå òîãî, îáîëî÷êè ÿèö, à òàêæå ñïåöèôè÷åñêàÿ ïîñëåäîâàòåëüíîñòü cox1 óêàçûâàþò, ÷òî ýòà ïîïóëÿöèÿ ÿâíî ïðèíàäëåæèò ê íîâîìó âèäó, M. vladimiri sp.n., îïèñàííîìó â äàííîé ðàáîòå.
Ïîëó÷åííûå ðåçóëüòàòû ìîæíî ðàññìàòðèâàòü êàê ïðèìåð òîãî, êàê ìîæíî âåñòè íà
ñîâðåìåííîì óðîâíå òàêñîíîìè÷åñêèå è áèîãåîãðàôè÷åñêèå èññëåäîâàíèÿ æèâîòíûõ, ïðèíàäëåæàùèõ ê ýòîìó òèïó, è â öåëîì, ê ìåéîôàóíå, äëÿ êîòîðûõ íàáîð
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ìîðôîëîãè÷åñêèõ ïðèçíàêîâ ÷àñòî âåñüìà îãðàíè÷åí. Ýòî ïåðâûé âèä òèõîõîäîê,
îïèñàííûé â ñîîòâåòñòâèè ñ ñîâðåìåííûìè ñòàíäàðòàìè êëàññè÷åñêèìè ìåòîäàìè è
ñ èñïîëüçîâàíèå ìîëåêóëÿðíîãî àíàëèçà ðàñøèôðîâêè ÄÍÊ.
ÊËÞ×ÅÂÛÅ ÑËÎÂÀ: òèõîõîäêè, Macrobiotus, ÄÍÊ, DNA barcoding, cox1, áèîãåîãðàôèÿ, òàêñîíîìèÿ.

Introduction
Even though the first description of a tardigrade species using the Linnaean nomenclature
has been done only in the first half of the 19th
century by Carl August Sigismund Schultze
(Schultze, 1834), very early, i.e. at the beginning of the 20th century, the worldwide distribution (including the polar regions) of this animal
group and its presence with several species in
quite different environments (marine, freshwater and terrestrial) was already ascertained (Richters, 19031904, 1907, 1908, 1909, 1911; Murray, 1907a, 1907b, 1907c, 1913). At that time,
the systematics of the group (considered as an
order by Richters, Krumbach, 1926) was very
simple, with very partial correspondence to what
accepted today by the tardigradologists (Guidetti,
Bertolani, 2005; Pilato, Binda, 2010). The systematics began to be deeply revised by Thulin
(1928), who first used a phylogenetic approach
to erect several genera and families. Marcus
(1929, 1936) reconsidered the proposals by
Thulin by reducing most genera at subgenus
level, or not considering them valid. Cuènot
(1932) also limited the number of genera and
species (in the latter case proposing synonymies) and reduced the number of families to
three for the entire class tardigrades, subdivided
in two orders: Echinisci and Macrobioti. An
approach not bound to phylogeny, even though
with some new proposals (first of all Tardigrada
as a phylum) was maintained by Ramazzotti
(1962). In that monograph the author avoided to
group the species according to genera, families
and orders, but he listed them exclusively in
alphabetic order of the specific name. In order
to distinguish taxa, the morphology of some
cuticular structures (external cuticle, claws,
buccal tube, placoids, egg shell ornamentations)

were used as useful characters, often retaining
those structures as having a wide intra-specific
variability (Ramazzotti, 1962). Different geographic regions were considered, but most work
was devoted to Europe and the biogeographic
aspect was absolutely not evaluated. At the end
of the sixties Pilato (1969) re-considered the
characters bound to the sclerified structures of
the animals (claws, cuticular parts of the buccalpharyngeal apparatus), proposing a new taxonomical system for the class Eutardigrada based
on the phylogeny. In the following years, he also
evaluated new characters for the eutardigrade
taxonomy, which were before completely or
almost completely neglected, such as the buccal
armature, the apophyses for the insertion of the
stylet muscles on the buccal tube, the detailed
shape of buccal and pharyngeal tube (Pilato,
1972, 1975). Comparing several specimens of a
population and different populations of the same
species, the author also evaluated the intraspecific variability, concluding that it is very
low, the opposite to what was the common
though. Some years later, he also proposed a
system (pt value, e.g. the percent of the length,
or width, of an un-deformable and well oriented
structure with respect to the buccal tube length,
excluding the mouth that can move) for the
evaluation of quantitative characters (Pilato,
1981). In the seventies new methodological
approaches devoted to the study of the tardigrade taxonomy have been proposed. Greven
(1971, 1975) applied the transmission electron
microscopy (TEM) to the study of the cuticle;
some American authors introduced the use of
the scanning electron microscopy (SEM) in the
study of the details of the cuticle and the egg
shell ornamentations (Schuster et al., 1975, 1980;
Toftner et al., 1975). Some years later this
methodological approach has been utilized in a
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comparative study of the spermatozoon morphology (Rebecchi, Guidi, 1991, 1993; Guidi,
Rebecchi, 1996). The study of the morphology
using SEM has been again utilized by Biserov
on animals (Biserov, 1986). The most significant examples of egg morphology studies by
SEM are some papers on the Macrobiotus of the
so called hufelandi group (Biserov, 1990a,
1990b; Bertolani, Rebecchi, 1993). The first
cladistic approach on tardigrades, based on
morphology, has been carried out considering
the heterotardigrade family Echiniscidae by
Kristensen (1987). As regards biogeography,
after the first considerations by Binda, Pilato
(1973), the possibility to consider tardigrades
from this point of view has been sustained by
McInnes (1994) and again by Pilato, Binda
(2001).
Molecular analyses on tardigrade phylogeny were at first directed towards its position
with respect to other phyla (Garey et al., 1996,
Giribet et al., 1996; Moon, Kim, 1996; Ryu et
al., 2007; Dunn et al., 2008), while, at the turn of
the millennium, the spotlight was shifted on
relationships inside the phylum (Garey et al.,
1999; Jørgensen, Kristensen, 2004; Regier et
al., 2004; Guidetti et al., 2005, 2009; Nichols et
al., 2006; Kiehl et al., 2007; Møbjerg et al.,
2007; Sands et al., 2008a,b; Jørgensen et al.,
2010). Even more recently, molecular investigations have begun to delve in intraspecific and
intrapopulation variability, leading also to the
discovery of cryptic species (Faurby et al., 2008;
Guil, Giribet, 2009), and, after a few attempts
on DNA taxonomy (Blaxter et al., 2004, 2005),
to the demonstration that DNA barcoding can
be applied to tardigrades (Cesari et al., 2009).
Considering the improving of the taxonomic
approaches and having the opportunity to reexamine with these approaches the same population already studied and tentatively attributed
to Macrobiotus cf. terminalis by Bertolani,
Rebecchi (1993), we decided to reconsider it.
This population differed from Macrobiotus terminalis Bertolani & Rebecchi, 1993 for details
of the egg shell and, above all for the absence of
males in the population and its triploidy and
ameiotic maturation of the oocytes (Bertolani,
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Rebecchi, 1993). For years it was our common
opinion that it should belong to a new species.
Having found new material, we decided to carry
out a further study in a new light, joining molecular methods (other than scanning electron microscopy) to the traditional, but indispensable,
light microscopy, with the aim of resuming in
the description and discussion of the animal and
egg characteristics the most advanced available
approach to carry out a modern tardigrade taxonomy and biogeography.

Material and methods
Animals and eggs described as Macrobiotus
cf. terminalis and mounted in polyvinyl lactophenol, together with further animals and eggs
collected on the same rock where M. cf. terminalis was found (Fig. 1), were analysed and
compared with specimens of German populations collected in St. Ulrich (Freiburg). Some
animals and eggs from the new collections of
both populations have been mounted in FaureBerlese fluid for observations by light microscopy (LM). Some other eggs from the Italian
population were prepared for scanning electron
microscopy (SEM) following the protocol of
Guidetti et al. (2000) and observed with a Philips SEM XL 40, available at the Centro Interdipartimentale Grandi Strumenti at the University of Modena and Reggio Emilia (Italy). Considering the minimal size of tardigrades, the
entire animal has to be used for DNA extraction;
therefore, the animals processed for molecular
analysis cannot be used as voucher specimens
and vice versa. It is not the same for eggs: in
several cases they can be isolated and maintained in caps with water until hatching. Single
newborns obtained from these eggs can be used
for DNA extraction, while their respective egg
shells are mounted with Faure-Berlese fluid
(Cesari et al., 2009), enabling to obtain hologenophore voucher specimens (Pleijel et al.,
2008). Therefore, we have been able to correlate egg morphology and molecular data. For
possible further investigation, a fragment of
each collected samples was stored at 80°C and
several animals and eggs of each population
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Fig. 1. The rock with moss patches
in the type locality of Macrobiotus
vladimiri sp.n., at Andalo, Italy.
Ðèñ. 1. Ñêàëà ñ ïÿòíàìè ìõîâ â
òèïîâîì ìåñòîîáèòàíèè Macrobiotus vladimiri sp.n. Àíäàëî, Èòàëèÿ.

were preserved (paragenophores) both frozen
and in Carnoy fluid (methanol:acetic acid 3:1)
at the Department of Biology, Modena, Italy.
All voucher specimens have been compared
with type material in the tardigrade collection at
the Museo Civico di Storia Naturale of Verona (Italy) and with the material in the collection
of R. Bertolani, at the Department of Biology of
the University of Modena and Reggio Emilia.
DNA was extracted from single specimens
of adult animals (A) and from newborns from
isolated eggs (N) (Table 1), by using a rapid salt
and ethanol precipitation as described by Cesari
et al. (2009). PCR amplification of a fragment
of the cox1 gene was carried out in 20 ml of
reaction volume, which consisted of 2 ml reaction buffer (including 20 mM of MgCl2), 2.5
mM of each dNTP, 10 pM (final concentration)
of each primer (LCO-1490: 5-GGT CAA CAA
ATC ATA AAG ATA TTG G-3? and HCO2198: 5-TAA ACT TCA GGG TGA CCA
AAA AAT CA-3; Folmer et al. 1994), 1 U of
DreamTaq polymerase (Fermentas) and 2 µl of
template DNA. A negative control lacking template DNA was carried out to test the possibility
of contamination with foreign DNA. PCR reaction was performed in a T-personal Thermal
Cycler (Biometra), performing a step-up procedure, with the following protocol: the initial 5
cycles were performed with 1 min at 94°C, 1.5
min at 42°C and 1.5 min at 72°C, and they were

followed by 35 cycles with 1 min at 94°C, 1.5
min at 50°C and 1 min at 72°C. The amplified
products were gel purified using the Wizard Gel
and PCR cleaning (Promega) kit. Both strands
were sequenced using a ABI Prism 3100 sequencer (Applied Biosystems). Nucleotide sequences were aligned with the Clustal algorithm
implemented in MEGA version 4 (Tamura et al.
2007; pairwise and multiple alignment parameters: Gap opening penalty: 15, Gap extend penalty: 6.66) and checked by visual inspection.
The sequences were translated to aminoacids by
using the invertebrate mitochondrial code implemented in MEGA in order check for the
presence of stop codons and therefore of pseudogenes. The nucleotide sequences of the newly
analyzed specimens have been submitted to
GenBank (NCBIs barcode designation
HM136931-HM136934; Table 1). For appropriate molecular comparisons, we included in
our analysis sequences pertaining to species of
Macrobiotus hufelandi group: Macrobiotus
macrocalix Bertolani & Rebecchi, 1993: GenBank A.N. FJ176203-17 and AY598773-4;
Macrobiotus terminalis Bertolani & Rebecchi,
1993, AY598775 M. hufelandi group:
FJ435804-6. A cox1 sequence of the eutardigrade Paramacrobiotus richtersi (Murray,
1911), AY598778-9 was used as the outgroup.
A sequence pertaining to M. persimilis
(EU244608) was included in the distance com-
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Table 1. Specimens acronyms, source of DNA extraction and sampling information.
Òàáëèöà 1. Îáîçíà÷åíèÿ èçó÷åííûõ ýêçåìïëÿðîâ, èñòî÷íèê ÄÍÊ è ñâåäåíèÿ î ïðîáàõ.
Specimen

Source

Locality

Coordinates

C2688-A01
C2688-A02

Adult
Adult

Andalo (Italy)
Andalo (Italy)

C2945-A01

Adult

St. Ulrich (Germany)

C2946-N01

Newborn

St. Ulrich (Germany)

46°N 10.133
11°E 00.017
47°N 54.532
07°E 50.074
47°N 54.461
07°E 49.999


putations, but was excluded from any phylogenetic analyses due to the fact that the sequence
is not coding for a proper aminoacidic sequence.
P-distance and Kimura 2 parameters (K2P) distance between scored haplotypes were determined using MEGA 4. Maximum Parsimony
(MP) dendrogram was computed using PAUP*
4.01b10 (Swofford, 2002) using a heuristic
search; bootstrap values were obtained after
2000 replicates. Bayesian inference (BI) tree
was calculated using MrBayes 3.1 (Ronquist,
Huelsenbaeck, 2003), using the GTR+I model
as detected by MrModeltest 2.3 (Nylander,
2004). The analysis was performed using
1000000 mcmc generations, with a burn-in of
2500 generations.

Results
Morphological results
The analysis of the mounted animals suggests the presence of at least two species of the
hufelandi group with the typical shape of the
pharyngeal bulb, containing two rod-shaped
macroplacoids and an evident microplacoid,
and a cuticle with pearls (pores). One species
is certainly M. macrocalix, recognizable from
the large buccal tube and the very evident anterior and posterior bands of teeth in the buccal
armature. Other specimens certainly belong to
M.cf. terminalis, being characterized by a buccal armature with not recognizable anterior band
of teeth and with a posterior band well recognizable (but much less evident as in the previous
species), indented lunules in the fourth pair of
legs, other than a large size (as the previous

Substrate
Moss on rock

GenBank
A.N.
HM136931
HM136932

Moss on wall

HM136933

Moss on rock

HM136934

species). Fig. 2A shows the shape of buccalpharyngeal apparatus, cuticle and claws of the
first pair of legs of a specimen of this species;
Fig. 2B the claws in the fourth pair of legs.
Smaller animals with weak buccal armature and
not recognizable teeth on the lunules could be
juveniles of this species, or could belong to a
third species.
The analyses by LM and SEM of the eggs of
the hufelandi group, surrounded by egg shell
processes like inverted goblets or chalices, reveal the certain presence of three species, distinguishable by their different egg shell ornamentations. One type corresponds to the known and
well recognizable shape of the egg of M. macrocalix, characterized by high processes, with
large and smooth-edged distal disc, with a crown
of large pits surrounding the process bases and
very scarce (or null) and small pits in the other
parts of the egg shell. A second type of egg shell
(Fig. 2C, 2D) certainly is to be attributed to M.
cf. terminalis. They are characterized by high
processes but clearly smaller with respect to
those of M. macrocalix, a distal disc with irregular edges, and an irregularly reticulated egg
shell, having larger meshes around the bases of
the processes and a thick meshwork. An identical egg shell has been found also in the German
population from St. Ulrich (Fig. 2E). The third
type of egg belongs to Macrobiotus sandrae
Bertolani & Rebecchi, 1993. It is easily recognizable by the smaller size of the processes,
with a large distal disc with a little irregular
edge, and by a very uniform reticulation of all
the egg shell, represented by a very thin meshwork (Fig. 2F).

0,000 0,000 0,000 0,000 0,000
0,000 0,000 0,000 0,000 0,000 0,000
0,000 0,000 0,000 0,000 0,000 0,000 0,000
0,181 0,181 0,181 0,181 0,181 0,181 0,181 0,181

FJ435805 Macrobiotus gr. hufelandi

FJ435806 Macrobiotus gr. hufelandi

AY598775 Macrobiotus terminalis

7

8

9

0,194 0,194 0,194 0,194 0,193 0,194 0,194 0,194 0,163 0,006 0,006
0,192 0,192 0,192 0,192 0,191 0,192 0,192 0,193 0,162 0,005 0,005 0,002

0,194 0,194 0,194 0,194 0,193 0,194 0,194 0,194 0,159 0,006 0,006 0,010 0,008
0,194 0,194 0,194 0,194 0,193 0,194 0,194 0,194 0,160 0,003 0,003 0,006 0,005 0,006

0,194 0,194 0,194 0,194 0,193 0,194 0,194 0,194 0,162 0,006 0,006 0,010 0,008 0,006 0,006
0,239 0,239 0,239 0,239 0,239 0,239 0,239 0,239 0,229 0,224 0,224 0,223 0,223 0,220 0,224 0,222

12 FJ176208 Macrobiotus macrocalix

13 FJ176210 Macrobiotus macrocalix

14 FJ176213 Macrobiotus macrocalix

15 AY598773 Macrobiotus macrocalix

16 AY598774 Macrobiotus macrocalix

17 FJ435807 Macrobiotus pallarii

18 EU244599 Paramacrobiotus richtersi 0,250 0,250 0,250 0,250 0,250 0,250 0,250 0,251 0,255 0,234 0,234 0,237 0,236 0,232 0,237 0,236 0,199

0,233

0,264 0,285

0,007 0,268 0,287

0,006 0,007 0,261 0,280

0,008 0,005 0,008 0,265 0,285

0,002 0,010 0,006 0,010 0,265 0,287

0,006 0,005 0,006 0,003 0,007 0,268 0,282

0,191 0,191 0,191 0,191 0,189 0,191 0,191 0,193 0,160 0,000

11 FJ176204 Macrobiotus macrocalix

0,000 0,006 0,005 0,006 0,003 0,007 0,268 0,282

0,191 0,191 0,191 0,191 0,189 0,191 0,191 0,193 0,160

10 FJ176203 Macrobiotus macrocalix

0,182 0,182 0,186 0,184 0,179 0,182 0,183 0,276 0,317

0,212 0,225 0,225 0,227 0,225 0,228 0,228 0,228 0,292 0,307

0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

0,000 0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

0,000 0,000 0,000 0,212 0,221 0,221 0,225 0,223 0,225 0,225 0,226 0,292 0,307

0,000 0,000 0,000 0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

0,000 0,000 0,000 0,000 0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

FJ435804 Macrobiotus gr. hufelandi

18

6

17

0,000 0,000 0,000

16

0,000 0,000 0,000 0,000

15

EU244608 Macrobiotus persimilis

14

Macrobiotus vladimiri C2946-N01

13

5

12

4

11

0,000 0,000 0,000 0,000 0,000 0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

10

0,000 0,000

9

0,000

8

Macrobiotus vladimiri C2945-A01

7

Macrobiotus vladimiri C2688-A02

6

3

5

2

4

0,000 0,000 0,000 0,000 0,000 0,000 0,000 0,211 0,223 0,223 0,227 0,225 0,227 0,227 0,228 0,291 0,306

3

Macrobiotus vladimiri C2688-A01

2

1

1

Table 2. P-distance (below the diagonal) and Kimura-2-parameters (above the diagonal) distance values among analyzed individuals and GenBank retrieved sequences. Acronyms as in Table 1.
Òàáëèöà 2. Çíà÷åíèÿ ïîïàðíîé P-äèñòàíöèè (íèæå äèàãîíàëè) è äâóõïàðàìåòðè÷åñêîé äèñòàíöèè Êèìóðû- (âûøå äèàãîíàëè) ìåæäó
ïîñëåäîâàòåëüíîñòÿìè èçó÷åííûõ îñîáåé è ïîñëåäîâàòåëüíîñòÿìè èç áàçû äàííûõ GenBank. Îáîçíà÷åíèÿ êàê â òàáëèöå 1.
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Fig. 2. Images of details of the holotype (AB) and eggs (CE) of Macrobiotus vladimiri sp.n. and of M.
sandrae egg (F).

A  buccal-pharyngeal apparatus, cuticular pores and claws in the first pair of legs (phase contrast); B  claws in the
fourth pair of legs (phase contrast); C  detail of the ornamentation in an egg from Andalo (SEM); D  detail of the
ornamentation in an egg from Andalo (phase contrast); E  detail of the egg ornamentation in a hologenophore of M.
vladimiri sp. n. from St. Ulrich, Germany (phase contrast); F  detail of the ornamentation of an egg of M. sandrae from
Andalo (phase contrast). Scale bar 5 µm.

Ðèñ. 2. Äåòàëè ìîðôîëîãèè ãîëîòèïà (AB) è ÿèö (CE) Macrobiotus vladimiri sp.n., è ÿéöà M. sandrae
(F).

A  áóêêàëüíûé àïïàðàò, êóòèêóëÿðíûå ïîðû è êîãîòêè ïåðâîé ïàðû íîã (ôàçîâûé êîíòðàñò); B  êîãîòêè
÷åòâåðòîé ïàðû íîã (ôàçîâûé êîíòðàñò); C  ñòðóêòóðà îáîëî÷êè ÿéöà èç Àíäàëî (ÑÝÌ); D  ñòðóêòóðà
îáîëî÷êè ÿéöà èç Àíäàëî (ôàçîâûé êîíòðàñò); E  ñòðóêòóðà îáîëî÷êè ÿéöà ãîëîãåíîôîðà M. vladimiri sp. n. èç
Ñàíêò-Óëüðèõ, Ãåðìàíèÿ (ôàçîâûé êîíòðàñò); F  ñòðóêòóðà îáîëî÷êè ÿéöà M. sandrae èç Àíäàëî (ôàçîâûé
êîíòðàñò). Ìàñøòàá 5 ìêì.
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Also in accordance with the molecular data
(see below and Fig. 3), M. cf. terminalis should
be considered a new species that will be here
described, naming it Macrobiotus vladimiri
sp.n., in honour of our colleague and co-author
of this paper, with whom we begun to discuss
together on the erection of this species before he
passed away.
Molecular results
Molecular analysis was carried out on 624
bp of the 5 section of the mitochondrial cox1
gene. The same haplotype was found in all
analysed specimens, regardless of their sampling site (Table 2). Our scored haplotype was
also the same as three GenBank sequences pertaining to the M. hufelandi group (Spain?) and
also to a cox1-like sequence attributed to a
German population of M. persimilis. All other
comparisons with M. hufelandi group haplotypes showed very high distance values, ranging
from 18.1% (vs M. terminalis) to 19.4% (vs M.
macrocalix) (Table 2). MP and BI analyses
have produced very similar tree topology (Fig.
3), evidencing that all haplotypes pertaining to
the M. hufelandi group are clustered together
with high bootstrap/posterior probability values.
Inside this group, the specimens from Andalo and
Germany utilized for the molecular analysis are
more related to the M. terminalis from GenBank
with respect to the M. macrocalix present in the
same moss sample, even though the extent of
genetic distance clearly distinguishes M. vladimiri sp.n. from all other species.

Taxonomic account
Macrobiotus vladimiri Bertolani, Biserov,
Rebecchi et Cesari, sp.n.
Figs 2AE, 4.
TYPE MATERIAL. Holotype: Adult (slide number
C475-S18) collected in Andalo (Trento, Italy), deposited
in Bertolanis collection in the Department of Biology,
University of Modena and Reggio Emilia, Modena, (Italy).
40 paratypes and 14 eggs from Andalo, deposited in
Bertolanis collection.

TYPE LOCALITY. Andalo, Italy, moss sample on rock, 46°N 10.133; 11°E 00.017, 1050 m
above sea level (Fig. 1).

ETYMOLOGY. The species is dedicated to
our colleague and friend Vladimir I. Biserov,
who passed away too early.
DIAGNOSIS. A large Macrobiotus of the
hufelandi group, with eyes, smooth cuticle
with pearls, buccal armature with a posterior
band of teeth followed by transverse crests
always three and separated both dorsally and
ventrally, two rod-shaped macroplacoids and
miroplacoid, lunules smooth on the first three
pairs of legs, larger and weakly indented on the
fourth pair of legs. Eggs laid freely, with inverted goblet processes on a reticulated shell. Margin of the distal disc of the processes jagged.
Meshwork thick, surrounding pits larger around
the processes. Triploid and thelytokous, with an
ameiotic oocyte maturation.
HOLOTYPE DESCRIPTION. The holotype and its details are represented in Fig. 4.
Animal length 491 µm. Eye spots present.
Smooth cuticle, with seed-shaped pores and
with transversal bands of pigment (these bands
are not a constant presence in the other specimens of the same population). Granulations on
the legs, but not much developed. Buccal armature: peribuccal lamellae consistent, anterior
band of teeth not visible, posterior band of fine
teeth, followed caudally by three dorsal and
three ventral always separated transverse crests.
These crests are dorsally longer than the ventral
ones; the median ventral crest is small and
roundish. Buccal tube 49.5 µm in length, with an
internal diameter (measured at the level of the
insertion of the stylet supports) of 5.7 µm (external 6.5 µm). Ventral strengthening bar 22.8 µm
in length. Bulb roundish, with large apophyses,
two rod-shaped macroplacoids (the first practically without narrowing, the second without
constriction) and microplacoid. Placoid row,
including microplacoid, 24.0 µm in length,
macroplacoid row 21.5 µm, first macroplacoid
12.2 µm, second macroplacoid 7.9 µm. Microplacoid thin and only 1.8 µm in length.
Strong claws, with evident accessory points on
their main branches and with small and smooth
lunules in IIII pairs of legs, larger and slightly
indented in the fourth pair. External claw in the
II pair: 11.7 µm excluding the accessory points
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(12.1 with accessory points); posterior claw in
the IV pair: 12.4 µm (13.4 µm with accessory
points). All measurements have been taken according to Pilato (1981).
The paratypes (from 322.6 to 515.1 µm in
length) correspond in the qualitative characters
to the holotype, apart the absence of pigment in
several of them, and the difficulty in some
specimens in identifying the teeth on the lunules
of the fourth pair of legs.
Eggs laid freely (89.992.0 µm in diameter,
without processes), with processes as inverted
goblet, with distal disc a little narrower than the
base and with clearly jagged margin. Reticulated egg shell, with thick meshwork, including
oval or round pits, larger and wider in the
peribasal ring around the processes.
From 82 to 92 processes per hemisphere. Height
of processes: 6.58.0 µm; diameter of process
bases: 5.17.3 µm; diameter of distal dish: 3.8
4.8 µm; diameter mesh at the base of the processes: 0.5 µm.
REMARKS. The new species can be distinguished from other species of the Macrobiotus
hufelandi group for some details of the animals
but mainly for the shape of its eggs. In particular, it can be distinguished from several species
of the group that have a unique dorsal transverse
crest in the buccal armature. Considering some
species with three separated dorsal transverse
crests, M. vladimiri can be distinguished from
M. persimilis (that has similar slightly indented
lunules in the fourth pair of legs) for the lack of
a very deep narrowing in the first macroplacoid,
but also for a quite different type of egg (with
deeply indented distal disc and without reticulation in M. persimilis). It can also be distinguished from M. terminalis for the absence of
males and for the egg processes higher (4.66.0
µm in M. terminalis) and with the distal disc
more irregular. It differs from M. sandrae for
the larger size, for the presence of indented
lunules (when visible), for a longer placoid row
and for bigger eggs, with higher processes and
different reticulation.
Macrobiotus vladimiri sp.n. is the first tardigrade species to be described and barcoded
contemporarily.
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Discussion
Molecular analysis using cox1 mtDNA clearly demonstrates that what was tentatively attributed to M. cf. terminalis it is certainly to be
considered a different species, here erected with
the name M. vladimiri sp.n. This situation could
be suspected also from the different sex condition which distinguishes the M. terminalis population collected in the type locality (central
Italy), which has males (and therefore very
probably diploid), from that collected at Andalo
(northern Italy), where males are lacking and
the oocytes were triploid and ameiotic (Bertolani, Rebecchi, 1993). At that time, due to the
similarity of animals and eggs, it could be suspected that theoretically there could be some
gene flow between the two populations, but our
unpublished data on Paramacrobiotus richtersi
group, based on cox1 sequence analysis (Guidetti
et al., in preparation) clearly reveal that triploid
and diploid populations always have a very
large genetic distance. It is important to note
that between M. terminalis and M. vladimiri
sp.n. there are also differences in the egg shell
shape (see Remarks). Moreover, the M. terminalis sequence present in GenBank, even though
it is not sampled in the type locality, shows very
high diversity values with respect to M. vladimiri sp.n., well above the 3% threshold proposed
for identifying different species (Hebert et al.,
2003a, 2003b; Cesari et al., 2009). In the case of
M. vladimiri sp.n. morphology alone, even
though at fine level, can identify the species.
Nonetheless, molecular analysis can help to
evidence true cryptic species, not identifiable
only on morphological basis, as results from the
data by Faurby et al. (2008), by Guil, Giribet
(2009) and from our unpublished data on P.
richtersi group.
All together, molecular analysis, morphological analysis (in particular, but not only, that
devoted to the fine morphology by LM and
SEM of the egg shell), sex condition evaluation
and karyology can be very helpful in species
identification. In particular, it is important to
underline the datum from St. Ulrich, deriving
from a newborn individual, whose egg shell has
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Fig. 3 Dendrogram combining Bayesian and maximum parsimony (consistency index: 0.824; retention
index: 0.930; rescaled consistency index: 0.767) analyses. Numbers above branches indicate substitutions,
while numbers in bold and in parentheses show bootstrap values (above branches) and posterior probability
values (below branches). Acronyms as in Table 1.
Ðèñ. 3. Äåíäðîãðàìà, îáúåäèíÿþùàÿ Áàéåñîâñêèé àíàëèç è àíàëèç íà îñíîâå ìåòîäà ìàêñèìàëüíîé
ýêîíîìèè. Öèôðû íàä âåòâÿìè îáîçíà÷àþò çàìåíû, à ÷èñëà, ïîêàçàííûå æèðíûì øðèôòîì è â
ñêîáêàõ, ïîêàçûâàþò áóòñòðàï-çíà÷åíèÿ (íàä âåòâÿìè) è çíà÷åíèÿ àïîñòåðèîðíîé âåðîÿòíîñòè (ïîä
âåòâÿìè). Ñîêðàùåíèÿ êàê â òàáëèöå 1.
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Fig. 4. Drawing of the holotype and of the detail of an egg from Andalo of Macrobiotus vladimiri sp.n.

A  habitus; B  buccal-pharyngeal apparatus; C  detail of the ventral buccal armature; D  claws in the first pair
of legs; E  claws in the fourth pair of legs; F  detail of the egg shell.

Abbreviations: pb  posterior band of teeth; pl  peribuccal lamellae; tc  transverse crests. Scale bar 5
µm.
Ðèñ. 4. Ðèñóíîê ãîëîòèïà è äåòàëè ñòðîåíèÿ ÿéöà Macrobiotus vladimiri sp.n. èç Àíäàëî.
A  îáùèé âèä; B  áóêêàëüíûé àïïàðàò; C  äåòàëè âåíòðàëüíîãî âîîðóæåíèÿ ãëîòêè; D  êîãîòêè ïåðâîé
ïàðû íîã; E  êîãîòêè ÷åòâåðòîé ïàðû íîã; F  ñòðóêòóðà îáîëî÷êè ÿéöà.

Îáîçíà÷åíèÿ: pb  çàäíèé ðÿä çóáîâ; pl  ïåðèáóêêàëüíûå ëàìåëëû; tc  ïîïåðå÷íûå ãðåáíè.
Ìàñøòàá 5 ìêì.
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been permanently mounted (hologenophore sensu Pleijel et al. 2008; Fig. 2E), which allows to
relate DNA sequence and egg morphology.
Moreover, molecular analysis using cox1 is also
useful to identify the relationships among species within a genus and to identify or confirm
species groups, such as, for example, the hufelandi group within the genus Macrobiotus. In
fact, all M. hufelandi group sequences cluster
together in the MP and BI dendrograms (Fig. 3),
supported by high bootstrap/posterior probability values. Inside this group, M. vladimiri and
previously analyzed M. macrocalix haplotypes
are very well differentiated from each other and
from sequences pertaining to all other M. hufelandi group, pointing out their marked diversity
inside the group. Further analyses on different
species pertaining to this group should help
clarify the different relationships inside the M.
hufelandi group. The molecular data related
to cox1 allows also to gain sure information on
the geographic distribution of the species. For
long time it was believed that most tardigrades
could have a cosmopolitan, or very widespread,
distribution (Ramazzotti, Maucci, 1983), but in
reality this opinion was due to the fact that
tardigrade sclerified structures were considered
highly variable inside the species. However,
papers of the last 30-40 years have demonstrated that many species have very limited morphological variability (Pilato, 1972) and a limited
distribution (Pilato, Binda, 2001). Our molecular data on M. vladimiri, compared with the data
from GenBank, also point out that this species
has a wide distribution in Europe. In fact, genetic distances (Table 2 and Fig. 3) reveal that M.
vladimiri sp.n. is present even in Germany, in
our material collected at St. Ulrich, and in Spain
(data from GenBank cited as Macrobiotus gr.
hufelandi). Further data on this and other species can easily verify, avoiding mistakes and
misunderstandings, the real distribution on the
specific taxa.
In conclusion, methodological approaches
applied to tardigrade taxonomy have been deeply improved in the last decades. The results
obtained with the different approaches on the
animals and their eggs here studied can be

considered as an example of how a modern
taxonomical and biogeographical research can
be carried out on this animal phylum and more
in general in taxonomy of many other animal
phyla, especially those belonging to the so called
meiofauna, where characters bound to morphology are often very few.
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